Nghién ctru phat hién mdt s6 loai vi khuin Enterococcus spp. 6 nhiém trong nuwéc uong déng chai,
dong binh tai Ha N§i va xdc dinh kha ning khang khang sinh ciia cac chiing phan 1ap dwgc
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Tom tit
Nghién ctru nham danh gia ty 1& nhiém, phan b loai, mirc d¢ khang khang sinh va sy hién dién ctia gen khang
khang sinh & Enterococcus spp. trong mau nudc uéng déng chai, dong binh tai Ha No6i. Tong cong 152 mau dugc
kiém tra bang phuong phép loc mang theo TCVN 6189-2:2009 (ISO 7899-2:2000). Cac chung nghi ngd duoc dinh
danh dén loai bang hé thong MALDI-TOF MS. Két qua cho thay 18/152 mau (11,84%) dwong tinh, tir &6 phan 1ap
dugc 36 ching thudc 5 lodi, trong d6 E. faecalis chiém ty 1& cao nhat 13/36 ching (36,11%), E. faecium 25,00%
(9/36), E. hirae 16,67% (6/36), E. mundtii 11,11% (4/36) va E. casseliflavus 11,11% (4/36). Ty 1¢ khang cao nhat
duogc ghi nhan véi penicillin (100%), streptomycin (61,11%), erythromycin (52,78%) va tetracycline (47,22%);
66,67% chung 1a da khang. Bay gen bao gdbm blaZ (B-lactam), ermB (macrolide), ant(6)-la va aph(3))- Illa
(aminoglycoside) va cac gen tetM, tetL, tetK dugc phat hién bang PCR. Két qua phan tich PCR cho thay 21/36 ching
(58,33%) mang it nhat mot gen khang khang sinh, phd bién nhat 1a tesL va tetM, tiép theo 1a ermB. Két qua cho thiy
su hién dién ciia Enterococcus spp. da khang thudc trong nuéc ubng tir d6 nhan manh sy can thiét cia viée ting cudng

giam sat chat lugng vi sinh va dic diém khang khang sinh.
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Abstract

This study aimed to determine the prevalence, species distribution, antimicrobial resistance, and occurrence of
antimicrobial resistance genes in Enterococcus spp. isolated from bottled and large-volume bottled drinking water in
Hanoi, Vietnam. A total of 152 samples were examined using the membrane filtration method according to TCVN
6189-2:2009 (ISO 7899-2:2000). Presumptive isolates were identified to the species level using MALDI-TOF MS.
Enterococcus spp. were detected in 18/152 samples (11.84%), yielding 36 isolates representing five species. Among
these, E. faecalis was the most prevalent, accounting for 13/36 isolates (36.11%), followed by E. faecium (25.00%),
E. hirae (16.67%), E. mundtii (11.11%), and E. casseliflavus (11.11%). The highest resistance rates were observed
for penicillin (100%), streptomycin (61.11%), erythromycin (52.78%), and tetracycline (47.22%), with 66.67% of
isolates showing multidrug resistance. Seven antimicrobial resistance genes, including blaZ (B-lactams), ermB
(macrolides), ant(6)-Ia and aph(3')-1lla (aminoglycosides), and fetM, tetL, and tetK (tetracyclines), were detected by
PCR. Overall, 21/36 isolates (58.33%) carried at least one of the investigated resistance genes, with tetL and tetM
being the most frequently detected, followed by ermB. These findings indicate that multidrug-resistant Enterococcus
spp. carrying antimicrobial resistance genes are present in bottled drinking water and underscore the importance of
strengthening surveillance of both microbiological quality and antimicrobial resistance.
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